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Celltype composition 100 um around TLS structures sorted by intensity
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p53 - tumor suppressor:Cyc_3_ch_3
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Validation of TLS classifications with
single-cell RNA sequencing data

Data integration by Maxfuse
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Validation of TLS classifications with single-cell RNA sequencing data
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Gene Expression Profile infout TLS

TLS Maturation v.s. Gene Expression

Gene expression difference in TLS vs. non-TLS
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Schematic of workflow
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